ttgcaataaa 


tgcatgttat 


gatataataa 


atgacaaagt 


acctgtttct 


700 


ccttatatat 


gcgcaggtat 


tggtactgat 


ttgatttcta 


tgtttgaagc 


750 


tacaagtcct 


aaaatttcct 


accaaggaaa 


actgggcatt 


agttactcta 


800 


ttaatccgga 


aacctctgtt 


ttcatcggtg ggcatttcca 


caggatcata 


850 


ggtaatgagt 


ttagagatat 


tcctgcaata 


gtacctagta 


actcaactac 


900 


aataagtgga 


ccacaatttg 


caacagtaac 


actaaatgtg 


tgtcactttg 


950 


gtttagaact 


tggaggaaga 


tttaacttct 


aattttattg 


ttgccacata 


1000 


ttaaaaatga 


tctaaacttg 


tttttawtat 


tgctacatac 


aaaaaaagaa 


1050 


aaatagtggc 


aaaagaatgt 


agcaataaga 


gggggggggg 


ggaccaaatt 


1100 


tatcttctat 


gcttcccaag 


ttttttcycg 


ctatttatga 


cttaaacaac 


1150 


agaaggtaat 


atcctcacgg 


aaaacttatc 


ttcaaatatt 


ttatttatta 


1200 


ccaatcttat 


ataatatatt 


aaatttctct 


tacaaaaatc 


actagtattt 


1250 


tataccaaaa 


tatatattct 


gacttgcttt 


tcttctgcac 


ttctactatt 


1300 


tttaatttat 


ttgtcactat 


taggttataa 


taawatgaat 


tgcmaaagat 


1350 


ttttcatagc 


aagtgcattg 


atatcactaa 


tgtctttctt 


acctagcgta 


1400 


tctttttctg 


aatcaataca 


tgaagataat 


ataaatggta 


acttttacat 


1450 


tacrfccrcaaacr 


tatatgccaa 


gtgcctcaca 


ctttggcgta 


ttttcagtta 


1500 


aagaagagaa 


aaacacaaca 


actggagttt 


tcggattaaa 


acaagattgg 


1550 


gacggagcaa 


cactaaagga 


tgcaagcwgc 


agccacacaw 


tagacccaag 


1600 


tacaatg 










1607 


<210> 


2 










<211> 


278 










<212> 


PRT 











<213> Ehrlichia canis 

<220> 

<223> amino acid sequence of E. canis p28-7 protein 



<400> 2 
Met Asn Cys Lys Lys 

5 

Met Tyr Ser lie Pro 

20 



lie Leu lie Thr Thr 

10 

Ser lie Ser Phe Ser 

25 



Ala Leu lie Ser Leu 

15 

Asp Thr lie Gin Asp 

30 



SEQ 2 



Gly Asn Met 
Ser Val Ser 
Ser Thr Val 
Pro lie Leu 
Ser Phe Arg 
lie Gly Tyr 
Tyr Glu Ala 
Asp Ala His 
Met Glu Ala 
Asp lie Ser 
Lys Val Pro 
Leu lie Ser 
Gly Lys Leu 
Phe He Gly 
Asp He Pro 
Pro Gin Phe 
Glu Leu Gly 



Gly Gly Asn 
35 

His Phe Gly 
50 

Gly Val Phe 
65 

Lys Asn Lys 
80 

Tyr Glu Asn 
95 

Ser Met Gly 

110 
Phe Asp Val 

125 

Arg Tyr Cys 
140 

Asp Lys Phe 
155 

Leu Ala He 

170 
Val Ser Pro 

185 

Met Phe Glu 

200 
Gly He Ser 

215 
Gly His Phe 

230 
Ala He Val 

245 
Ala Thr Val 

260 
Gly Arg Phe 

275 



Phe Tyr He 
Ser Phe Ser 
Gly Leu Lys 
His Ala Asp 
Asn Pro Phe 
Gly Pro Arg 
Lys Ser Pro 
Ala Leu Ser 
Val Phe Leu 
Asn Ala Cys 
Tyr He Cys 
Ala Thr Ser 
Tyr Ser He 
His Arg He 
Pro Ser Asn 
Thr Leu Asn 
Asn Phe 



Ser Gly Lys 
40 

Ala Lys Glu 
55 

His Asp trp 
70 

Phe Thr Val 
85 

Leu Gly Phe 
100 

He Glu Phe 
115 

Asn He Asn 
130 

His His Thr 
145 

Lys Asn Glu 
160 

Tyr Asp He 
175 

Ala Gly He 
190 

Pro Lys He 
205 

Asn Pro Glu 
220 

He Gly Asn 
235 

Ser Thr Thr 
250 

Val Cys His 
265 



Tyr Val Pro 
45 

Glu Ser Lys 
60 

Asp Gly Ser 
75 

Pro Asn Tyr 
90 

Ala Gly Ala 
105 

Glu He Ser 
120 

Tyr Gin Asn 
135 

Ser Ala Ala 
150 

Gly Leu He 
165 

He Asn Asp 
180 

Gly Thr Asp 
195 

Ser Tyr Gin 
210 

Thr Ser Val 
225 

Glu Phe Arg 
240 

He Ser Gly 
255 

Phe Gly Leu 

270 



SEQ 3 



<210> 3 

<211> 849 

<212> DMA 

<213> Ehrlichia canis 



<220> 

<221> mat_peptide 

<223> nucleic acid sequence of p28-5 



<400> 


3 










atgaattgta 


aaaaagtttt 


cacaataagt 


gcattgatat 


catccatata 


50 


cttcctacct 


aatgtctcat 


actctaaccc 


agtatatggt 


aacagtatgt 


100 


atggtaattt 


ttacatatca 


ggaaagtaca 


tgccaagtgt 


tcctcatttt 


150 


ggaatttttt 


cagctgaaga 


agagaaaaaa 


aagacaactg 


tagtatatgg 


200 


c t taaaacraa 


aac tcrcrcrcacr 


cracratcrcaat 


atctacrtcaa 




250 


ataattttac 


cattcgaaat 


tactcattca 


agtatgcaag 


caacaagttt 


300 


ttagggtttg 


cagtagctat 


tggttactcg 


ataggcagtc 


caagaataga 


350 


agttgagatg 


tcttatgaag 


catttgatgt 


gaaaaatcca 


ggtgataatt 


400 


acaaaaacgg 


tgcttacagg 


tattgtgctt 


tatctcatca 


agatgatgcg 


450 


gatgatgaca 


tgactagtgc 


aactgacaaa 


tttgtatatt 


taattaatga 


500 


aggattactt 


aacatatcat 


ttatgacaaa 


catatgttat 


gaaacagcaa 


550 


gcaaaaatat 


acctctctct 


ccttacatat 


gtgcaggtat 


tggtactgat 


600 


ttaattcaca 


tgtttgaaac 


tacacatcct 


aaaatttctt 


atcaaggaaa 


650 


gctagggttg 


gcctacttcg 


taagtgcaga 


gtcttcggtt 


tcttttggta 


700 


tatattttca 


taaaattata 


aataataagt 


ttaaaaatgt 


tccagccatg 


750 


gtacctatta 


actcagacga 


gatagtagga 


ccacagtttg 


caacagtaac 


800 


attaaatgta 


tgctactttg 


gattagaact 


tggatgtagg 


ttcaacttc 


849 


<210> 


4 










<211> 


283 










<212> 


PRT 











<213> Ehrlichia canis 

<220> 

<223> amino acid sequence of p28-5 protein 



SEQ 4 



<400> 
Met Asn Cys 

lie Tyr Phe 

Asn Ser Met 

Ser Val Pro 

Lys Thr Thr 

Ala lie Ser 

Tyr Ser Phe 

Ala He Gly 

Ser Tyr Glu 

Asn Gly Ala 

Asp Asp Asp 

Asn Glu Gly 

Glu Thr Ala 

Gly He Gly 

Lys He Ser 

Ala Glu Ser 

Asn Asn Lys 



4 

Lys Lys Val 
5 

Leu Pro Asn 
20 

Tyr Gly Asn 
35 

His Phe Gly 
50 

Val Val Tyr 
65 

Ser Gin Ser 
80 

Lys Tyr Ala 
95 

Tyr Ser He 
110 

Ala Phe Asp 

125 
Tyr Arg Tyr 

140 

Met Thr Ser 
155 

Leu Leu Asn 

170 
Ser Lys Asn 

185 
Thr Asp Leu 

200 
Tyr Gin Gly 

215 
Ser Val Ser 

230 
Phe Lys Asn 

245 



Phe Thr He 
Val Ser Tyr 
Phe Tyr He 
lie Phe Ser 
Gly Leu Lys 
Pro Asp Asp 
Ser Asn Lys 
Gly Ser Pro 
Val Lys Asn 
Cys Ala Leu 
Ala Thr Asp 
He Ser Phe 
He Pro Leu 
He His Met 
Lys Leu Gly 
Phe Gly He 
Val Pro Ala 



Ser Ala Leu 
10 

Ser Asn Pro 
25 

Ser Gly Lys 
40 

Ala Glu Glu 
55 

Glu Asn Trp 
70 

Asn Phe Thr 
85 

Phe Leu Gly 
100 

Arg He Glu 
115 

Pro Gly Asp 
130 

Ser His Gin 
145 

Lys Phe Val 
160 

Met Thr Asn 
175 

Ser Pro Tyr 
190 

Phe Glu Thr 
205 

Leu Ala Tyr 
220 

Tyr Phe His 
235 

Met Val Pro 
250 



He Ser Ser 
15 

Val Tyr Gly 
30 

Tyr Met Pro 
45 

Glu Lys Lys 
60 

Ala Gly Asp 
75 

He Arg Asn 
90 

Phe Ala Val 
105 

Val Glu Met 
120 

Asn Tyr Lys 
135 

Asp Asp Ala 
150 

Tyr Leu He 
165 

He Cys Tyr 
180 

He Cys Ala 
195 

Thr His Pro 
210 

Phe Val Ser 
225 

Lys He He 
240 

He Asn Ser 
255 



SEQ 5 



